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[ Abstract |

the correlation of clinical treatment and vaginal microflora diversity after clinical treatments. Methods Twelve vaginal swabs of the va-

Objective To analyze and compare differences of vaginal microflora of patients with VVC and RVVC and explore

ginal fornix were collected from 3 VVC patients and 3 RVVC patients. Genomic DNA of the samples was extracted for amplifying the 16s
rRNA V4 hypervariable region were employed to analyze the information of the species from the samples. Results The vaginal micro-
flora were clustered by individual rather than VVC and RVVC. The VVC group exited no difference in alpha-diversity but significant
structural change that charactered by increasing in the proportion of Lactobacillus and decreasing in Gardnerella and Atopobium after
treatment. However,no significant differences in alpha-diversity and microbial structure exhibited in RVVC group( P >0. 05) . Conclu-

sion The vaginal microflora existed no different structure between VVC group and RVVC group. Compared with RVVC group,the VVC

group demonstrated significantly microbial structure.
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TEGEH2F R X (P <0.05) , FULHEN, VVC HEH
S RANE AR, 5 H A B IE AR N I
ST W Bl A 240 7 T B 1) T 2k A R A
AR, B 3b BoRAYIAITE RVVC 48
PR LA — 3, MRV IT T IS I 22 S RS2 2
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WO H BRSSO 250 22 5 W1 2, i RVVC
A2 IEBOR G BREE VVC G, TR AR L
/N, HZSHTIG R R RESS 3L VVC AR L, BB
L W67 IF AR e A8 2 Hh BB B0 T T2
T PIE R E B N AR RO R, PR TR RS A
FINRITACR . WA 4 R, VVC 4181 RVVC 241124
J5 BB PR a2 REMER AR 3 8 Ak, IO i
i LEfSe SEit P4 i s 22 57, R A B 24 s A7 18
22 VTR ik — 2D A% DLEDAIE . B HED, RVVC A&
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WA RGBT, — B AL RVVC W35 Eoxe 22 5 i,
X RVVC & B9I6 7 A LU B 2L IR 18 16 7 4 iF
IEHWHELL K , o] REA BRI PG, AR
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