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[BE] B8 FRIAMBAL ZIEFAL P CD4T BRI LH SR BUS WA E AR PE, Ak 7
TCGA %4 R P FLB e CDAT kA% 5 K H 51 PRFUS 1R ICHE ; PEHR 4 8 B2 BE 2011-2015 4R 1) 185 (7L s /3, i 4
P Ty AT FUMRR A U FLIRIRE 557 41 2 CDAT W RIBIE B0, 2 A 0 55 50 3 I ARG BRARAE S S AR G, SR
TCGA Hii i rf CDAT FEH 944 & mRNA 33k bR LR 2.6% (22/825) ,CDAT PRI 33k b i 20 i Ar S A AR T 1E 3 4
(55.6 1 H vs 113.7 4 H ,P=0.0256) . FLIRREAZT CD47 FAVEFR LR N 56.21% (104/185) o5 HLUH BHTERIEH N 12.97%
(24/185) IS5 4N FIR 2 RAEES 245 L (P<0.01) , CDAT FiE S4B (P<0.05) , SHEME 2 (ER) IR 22
WMEZIR(PR)RE ANFERBERKE T 2K 2( Her2) IR A LML 6K R BEFURRIWARG, it 7R
Fadl 4 CD4T HFRIA W2 & T 5 1S, H 5 AR A (HmZH 21 CD47 32355 8 3 I RS BRARIE A ILAH G
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Expression and significance of CD47 in breast cancer and pericancerous tissues
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[Abstract ] Objective To study the expression of CD47 in breast cancer tissues and pericancerous tissues and its correlation
with clinical prognosis and pathological characteristics. Methods The expression of CD47 and its correlation with clinical prognosis
were analyzed in The Cancer Genome Atlas (TCGA) database. From 2011 to 2015, 185 cases of breast cancer were selected in Jinling
Hospital. The expression of CD47 in breast cancer tissues and pericancerous tissues was evaluated by immunohistochemistry (THC ) as-
say. And its correlation with the clinicopathological features and prognosisof the patients was analyzed. Results The proportion of
CD47 gene amplification and its mRNA expression increase was 2.6% (22/825) in TCGA database. The median OS of breast cancer
group was lower than that in normal group (55.6 vs 113.7 months, P=0.0256). CD47 expression was detected in 56.21% (104/185)
breast cancer tissues and 12.97% (24/185) pericancerous tissues ( P<0.01). The expression of CD47 was related to age( P<0.05) ,
but there was no significant correlation with the expression of ER, PR, and Her2, lymph node metastasis, clinical stage and prognosis.
Conclusion The expression of CD47 was significantly higher in breast cancer tissues than that in pericancerous tissues, which is relat-
ed to age. However, there was no significant correlation between the expression of CD47 and the clinicopathological characteristics of the
breast cancer patients..
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I7 AR — P T 2% 1) S AR 7 75 X i i w5
B CDAT &Rl i 5 AR 1, 7 AN 2R 20
Wz IR . CDAT Sl H AR 3 155 9 AT
PPN, RO 38 CDAT 85 A4 200 i mT i ik 005 A e
202 1 1Y) STRPov 538 oK 7 1k Bl e e, LR
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1.1 HIEEHIEEWE il chioportal Mk R
TCGA ( The Cancer Genome Atlas) 5045 2 FL IR IZ 11H
M A AR 4E (2012, Nature ) ¢, I I R0 3 F
G B, A5 FE DR BOHE RO 6 I IR B dE , b
CD47 FH 58 48 o 31k A8 S48 L, JHL rp 3 R 8000 4
15 4 PSR LY mRNA Fi# .mRNA i IE
WL, B FER YIS K mRNA 635 850 F
2, mRNA T ] B 1 H ¥ DU 4y o IE 8 4, i i
Kaplan-Meier 73 Mk 70 M1 CD47 355 A7 HH

1.2 fRGIERL UM ST A B I e s BEARF2011 -
2015 4F (14 FLARIEES 191 R, BE AL B 12 o FLAR R
TP R BTAR I Z IR 1) 185 Bl . X
b g 5 A LR S 5 4L SN 22 < v R I A
a0 7y X AR AFE, H P Luminal A A 35 ],
Luminal B %! 68 7] , 3% iz A= K Rl 5% #4-2 ( CerbB-2)
1 FE IR 28 ), = BAME 54 ], HRE Lk AR
S 25~82 % M AERY 53 % X SR ] HL iR )
WA TR, BT 2 2018 43

1.3 SRAN EFETTIRE LR AL UE N
P A, FT5 R A0 A PRI 25 4 L UM BT R, St
N TERESUARST CD47 W [ SIGMA 72 &) (i Bk
}1:200) ,f# ] EliVision HeEf T sl ik e a,

1.4 SERFNE Y@ 55l 2 7 BRI R
RMUE L4851 , VAR I 0 M S 4 98 A S A 2L
I S A L Rz 4 S ¥ B 4 4K P CD4T R
FEIRTEBL, PR ik $ BRI (5 B R IX
B0 AN B 0~3, ML TC gLtk 0 43, At
FEESS BAPE R 1 43, BBt 1/3 200 i FE 5 40 5t 4 £y
2 4%, A0 MRS o PH M Y L O I 273 110 200 i 5 4

Mgt hy 3 407 i B P S LR R
e DS R = S a1 TR N e e
AR AT R P B AR BN T AP SR, KR
FLIRIE AN A CD47 RIRIE N, #5855 73 A B 4 K
FHEAL, fee dl b e b FFE N 0 43 P4,
1~343 0 A FH AL,

1.5 SitZES8 W SPSS 24.0 Giit2f A5t
THEERVEAT M, X P 5 SRR oy ik b AT 4
2, SEAHL SRS CDAT k%5 % IR X X2
K46 0 - AT i 0 Fr, SR 414 CD47 Fak 1B
SRR AR DGR X2 K30 T i, 5 AR AT
JE WK R MR A Kaplan-Meier 431354381, UL P<
0.05 AESAHGIFFEE XL,

2 4 B

2.1 TCGA 7347 & TCGA $udla EhF LR M
SARIL 825 BREAS, Hirp CD47 P8 DU A 5%
AR (FEH Y1) 6 61 (0.73%) ,mRNA ik L 16
Bi(1.94% ) , 33K T IF 19 #1(2.30%) , ToAE T H 784
Bi1(95.03%) , XF X LEREA I HEA T A A7 43 AT, T L
EE A B AF I R 55.6 A H  IE R 7 R
FERM 1137 DA (P=0.0256) . W 1,

100 — A
— IEWY
t_i sl P=0.0256(log-rank)
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CD47 [HTEF X E N 56.21% (104/185) , I 5%
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A PHE R KRR 12.97% (24/185) , FL 95
HA TN CD47 FXHEEH T IEW IR L
e A (P<0.01) , WL 1,

F1 B EAARESHL CDYT RiZER(n=185)
IR ZH 20
wam P
2 1
" 3 <0.01
- 81 80

23 CD47 RIESIIBEHFREFFHFMEEXE 185
it BFIPEZ 81 M), BT 104 1], 38 3 43 BT FLAR
YU CDAT B TE, <45 B FUIRIE B CD4T ik
o TAREA =45 2 I FLIRE R (68.9% vs 52.1%, P<
0.05) ,#&/R CD47 AT e 5 (B AFIB ARG, 1T CD47
TEFUIE A 2P i 35 5 R I I S5 5 R
A Ki-67 850 MER R 3214 (estrogen receptor ,ER) |42
42 32 /K (progesterone receptor, PR) | AJSFE 4K
3 2(human epidermal growth factor receptor 2,
HER2)ARZS G R AHAAR WAHDG, WLk 2,

24 EFWRSH 185 BIEE DI 13~89
A TR 59 A Horb 14 BT BT A
B 3 EAERN 92.6% ,5 EIEAEHR N 85.7%., 3
ETCRGLEAEHN 86.5% ,5 4F TG A7 R 182.4%
Kaplan-Meier 73 #1170 BT .7~ CD47 BIPE41 5 FHAE
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WL 3,
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(n=185)
M. EL

5iH CD47 ik g P
(%) 0. 049

<45 14 31
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ER RZ 0.291

- 39 42

+ 42 62
PR R 0.387

- 48 55

+ 33 49
MR EAE (em) 0.111

<2 29 26

=2 52 78
WO LR 0. 689

JG 39 47

H 42 57
Ki-67 4% 0.181

<20 20 19

>20 51 79
Her2 #ik 0. 130
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+ 19 35
& R 433 0.393

I+1 48 68

m+1V 33 36
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CDA7 VE ] Z— R A A 58 4 i B 15 I 4 i
0 W {5 5 U8 Y 25 [ (signal regulatory protein-a,
SIRPa) MR A i3 55 SIRPo 45 4 b S 75 W 4
MO . 7RI MR Tk 338 CD47 W] RE A2 e 240 Fd
b 3RE I8 W R 11 — P A A SR . Kaur 257 & B —
s 78 B AR STRPou A 75U (14388 %, 38 43X — 15 5
%, CD4T HUARRR AL ) 83 1 240 L 1) 534k, 4 4
FEANM TYERFAE . Zhang %510 5 & R, 7E S AR 5
5 PRSI S PR T e 240 3 U 1) ik 4R35 S TR
( hypoxia-inducible factors, HIFs) BERSAE iFF FL & 41
ek CD47, HIFs Ml CD47 Ml T [6] T, RE % (i
Ik 20 0 3206 38 G 928 W A0 I 4 4 9 20 L T R AE
Baccelli %[“] TERIN T Luminal A BVFLRRIE R CD47
FRIRG, KL Luminal A 7 FL 98 1% 20 b 928 20 Bt 4
A CD47 Fi MET B& A [R] B ik e ik, W £ 5 BT 45 5 K
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THT , 2R AZEMEAE NSG /NAER R A K 3432
b, 2% b FUNR R A0 Y ARG I A B B T
AE-S5 FLIRE AN ML 63k CD47 AH2E IR CD47 11
IR 5 FLIR I R BUS A OC . PIA RS H
TE T HFFE FLIR IR 41 21h CD47 YRR IE B, 73 #r
L5 ZL M FR I PR BRARAAE B 00 I AH S

SR CDAT FE AR IEH U iz Rk (B
RO/ NEEAR LT R B, IR W FLARAL S CD4T
BRPEZRAC, e ZLAR S A 2R R BA M R i , ARHIFSR
A T 185 1], 25 SRR U FLIR B ZH 2 CD4T PR
R TIER AL, 5 Z iR —2, i BHAE
FRFLREE T (<45 &) ,CD47 FLF T 5 2
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R

CD47 1 TCGA Hidfs Hh f) 5 DA ARSI 45 2R 5 A
U FUK PRI 45 RAFAE 22 57 X 7R CDAT AL K]
FIRETESE SR AR BAATE R T &R il hn g
I A0 MR 2 5w 5 A W 2 I A i S B, 2l 3R
ik CDAT7 RSBl me , Y H A G IE 0 8 5 4 &
NI CDA7 3Kk bR 0 ok B A A miR-
1332 \miR-192""™ #1485 MYC #RAREHS E 3%
& I () CD4T J3 31 X B0 25 5 TR 4R
CD47 (& Rl IS4 AF 5 4138, b 88 400 i vh 26
KB 4 8 75 25 78 (glucose regulated protein-78
GRP78) BEM% 38 i A4t & 8 11 ) i (unfolded protein
response , UPR) 7£ N JT /K138 €D47 fy&ik
PRI 3 2 E — 2D PR R A A5 CD47 3K i AH ¢
PL

T TCGA %l v, FLIRIE CD47 JE K4 4 w3k
K B JE R AR WA e R S X SRR
HIFGREE R — 5, #2278 CD47 B[R R840 S5 0] LA
WO FLR I B AR AR B 40 T IR R . (HAER 5
CDA7 G2 A ARAGIN 45 2R 5 I R FUR #99AH G IR
IRBNGET 25 S X AT RE 5 CD4T7 A AT RETE 5% 5%
BT FAAETE TR A G, B CDAT g
HALSE R B8 AR Ry L B A BUR 8 AR A7)
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F5L L A G A A IR e A 5 1 — A
752, 38 A G ) A A e g S e A v 4
VER A0TSR W1, LR i R A 2 5 Hh I A 12
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(/IR o N NG| - TN A Gl T A s - &
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