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[ Abstract ]

gene, which is a novel cholangiocarcinoma related gene. Methods Bioinformatical methods were used o

1. Institute of Hepatobili-

Objective  To obtain the clone and expression of the functional domain of FXYD6
analyze the full-length sequence, and predict the functional domains of its protein. The sequence of function-
al domain without signal peptide was designed and obtained by polymerase chain reaction, then the recombi-
nant expression plasmid pBV220/FXYD6-ex was constructed to express human FXYD6 functional domain in
the host bacteria E. coli. Results The functional domains were located from 18 aa to 95 aa,and the corre-
sponding objective sequence( FXYD6-ex) was obtained by polymerase chain reaction. The recombinant ex-
pression plasmid pBV220/FXYD6-ex was constructed to express human FXYD6 functional domain in the host
bacteria. The highest expression level of the target protein was in E. coli DH5a. Most of the target protein
was in the inclusion bodies. Conclusion This study provides the basis for understanding the relationship
between the structure and function of FXYD6. More work should be performed on the novel protein and its
influence on the mechanism of cholangiocarcinoma.
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