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[ Abstract |

sues with non-small cell lung cancer (NSCLC) detected by three different methods were respectively analyzed.

Objective The results of epidermal growth factor receptor (EGFR) mutations in 301 tis-

The differences among three methods were compared. The objective of this study was to explore the proper mo-
lecular method for personalized target therapy in lung cancer. Methods Polymerase chain reaction combine
with direction sequencing was used to detect EGFR mutations in 171 patients. Real-time PCR with TagMan fluo-
recent probe was used to detect EGFR mutations in 88 patients and amplification refractory mutation system PCR
(ARMS-PCR) was used to detect EGFR mutations in 42 patients. Results  The total positive rates for sequen-
cing, TagMan real-time PCR, and ARMS-PCR methods were 31. 58% ,27. 27% , and 42. 86% respectively.
Conclusion No significant difference in total positive rate between direct sequencing and TaqgMan real-time
PCR (P >0.05). The total positive rate was higher in ARMS-PCR than that in direct sequencing and TaqgMan
real-time PCR (P <0.01). To different tissues, different methods have their superiority when used for detection
of EGFR mutations in lung cancer.
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tion refractory mutation system , ARMS) 46 .
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