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Expression of RNF8 in nasopharyngeal carcinoma and its relationship with prognosis

WANG Mao-xin, CHEN Xian-ming, ZHANG Xian, CHEN Hui, GONG Hong-xun, CHEN Shi-yan, YANG
Fan

(Department of Otorhinolaryngology ,the 900th Hospital of the Joint Logistics Support Force, PLA, Fuzhou 350025,
Fujian, China)

[Abstract] Objective To explore the expression of RNF8 in nasopharyngeal cancer during radiotherapy and the relationship
to residue, recurrence and prognosis. Methods Expression of RNF8, ATM and DNA-PKcs was detected in 68 patients with naso-
pharyngeal cancer before and during radiotherapy, and the relationship of expression to residue, recurrence and prognosis was anal-
ysed. Results The expression of RNF8 was positive in 22 patients, ATM in 24 patients, DNA-PKes in 26 patients after receiving 20
Gy's radiation. The number of positive expression patients increased after radiation (P<0.01). There were 20 patients suffering from
residue and recurrence. Total five-year survival rate was 62.5%. There was a good consistency between the expression of RNF8 and that
of ATM after 20 Gy's radiation. According to Logistic Analysis, clinical stage and the expression of RNF8 after 20 Gy's radiation was
closely related to residue and recurrence (P<0.05). Cox Analysis showed that clinical stage and the expression of RNF8 after 20 Gy's
radiation affected the survival time (P<0.01). The five-year survival rate of patients whose expression of RNF8 after 20 Gy's radiation

is positive was 45.5%, while negative patients’ five-year surviv-

al rate was 77.1%. Conclusion RNF8, which can result in
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residue and recurrence, plays an important role in radioresis-
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