-6 - K E R EEZG 2021 4F 1 A% 23 555 1 W] Military Medical Journal of Southeast China,Vol.23 No.1,January,2021

it =
(Lst ot 3)

Qe @ [FIRY) 3 X N 45 B0 i 200 B 1 5 %) 52 Wi
L HALHI 5

K5, AR, IR R

[HEE] B Wit aREY 3(CBX3) e ELm R4l SR i i3Ik | R X 45 B 5 R A B 5 A 71 52, IF
WIEHTALE . i S HAE B 5% CBX3 BYERIA GO AAHA L R LRk AT 40T, 1o S e 4l 4Ufk
Pt Pkl CBX3 7E45 B AR X 55 A 8V i 22 R385k, B Western blot A5 1E 5 45 7 _F 57 40 il NCM460 DL K 4%
H AN HCT116 \HT29 ,SW620 H1 CBX3 [FRA/KT-, 4 CBX3 i ik ok Fe S vk /N T 4040 6 e % HCT116 4 fe
SRAREEE S FFE B(SRB) Y€ S5 50 R0 5 [ 12 ol SIZ 400 6 000 400 L ) 396 A R 7, I P Si L I B R ARG I 25 SR R A R R, B
qRT-PCR J% Western blot L%l 25 R AL R HATINUE . N A W)M5 B2 7 i x 22 R LR & CBX3 TG EAM T, &R A&
Y5 BT s CBX3 7E45 R 443 b A T T 55 44 (P<0. 001 ) , CBX3 7 I8 4 F 3 O AR 17 IR TR ok 4
(P<0.05) ,CBX3 X455 RRZ 12 HAE 2%, CBX3 TE45 B 41 21 R 363k i T I X 554141 (P<0.0001) , CBX3 7E4,
W AR 5/ T IEH 450 T 400 (P<0.01) . SRB SE50 K SEMEIE BUSE BIE S, 10 325k CBX3 #4598 T HCT116 20 (Y345
g1, MR CBX3 HYAERE ST BEAR (P<0.01) , He skl I)F 45 R B/R, AL CBX3 J&, CCAAT/34 38 T 254 & 1 delta( CEBPD)
mRNA FiETHH (P<0.001) , 8 AR IXMTHE (P<0.05) , HBE 77 fuEAH G (P<0.001,R=-0.2) , 451 CBX3 7E%%
PR R A T Rk BERS e R AME PEAR MU 5 . CBX3 Tl eI i CEBPD %% 3 [N T2 ik sk R ERIE/E

[X8iRA] Z5EmkE,; O FIRY 3,15, CCAAT/HGR 455 E M delta

[FEHES] R36 [ XaktRERBE] A [XEHS] 1672-271X(2021)01-0006-06

[DOI] 10.3969/].issn.1672-271X.2021.01.002

The effect of CBX3 on the biological behavior of human colorectal cancer cells and its mechanism
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[Abstract ] Objective To investigate the expression of Chromebox3 (CBX3) in colorectal cancer tissues and cells. To ex-
plore the effect of CBX3 on the proliferation ability of colorectal cancer cells and its mechanism. Methods The bioinformatics meth-
od was used to analyze the expression, survival time and co-expression network of CBX3. Immunohistochemical staining was used to de-
tect the differential expression of CBX3 in colorectal cancer tissues and paired adjacent tissues. Western blot was used to detect the ex-
pression level of CBX3 in normal colon epithelial cells NCM460 and colorectal cancer cells HCT116, HT29 and SW620. The CBX3 ex-
pression plasmid and specific siRNA were transfected into HCT116 cells, respectively. Sulfhodamine B (SRB) staining experiment and
clone formation experiment were used to detect the cell proliferation ability. RNA-seq was used to detect differentially expressed genes.
qRT-PCR and Western blot were used to verify the differential genes. Bioinformatics method was used to analyze the correlation between
differential genes and CBX3. Results Bioinformatics analysis showed that the expression of CBX3 in colorectal cancer tissues was

higher than that in adjacent tissues ( P<0.001). The disease-free survival time of patients with high expression of CBX3 was lower

than that of patients with low expression of CBX3 (P<0.05).
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pression of CBX3 in colorectal cancer cells was higher than that in normal colon epithelial cells (P<0.01). SRB experiment and clone

formation experiment confirmed that overexpression of CBX3 enhanced the proliferation of HCT116 cells, while knockdown of CBX3 de-

creased the proliferation of HCT116 cells (P<0.01). Transcriptome sequencing results showed that the mRNA expression of CCAAT /

enhancer binding protein Delta (CEBPD) was increased after knocking down of CBX3 (P<0.001), and the protein expression was

correspondingly increased ( P<0.05), and there was a negative correlation between CEBPD and CBX3 (P<0.001, R=-0.2). Con-

clusion CBX3 is highly expressed in colorectal cancer tissues and cells, and can promote cell proliferation in vitro. CBX3 may play a

role in promoting tumor progression by inhibiting the expression of CEBPD transcription factors.
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