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Associations of LXRf gene polymorphisms and susceptibility to type 2 diabetes
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[Abstract ] Objective To investigate the relationship between liver X receptor (LXRB) gene polymorphisms and susceptibil-
ity to type 2 diabetes (T2DM). Methods A case-control study design was used to enroll 510 patients who underwent a physical ex-
amination in the physical examination centre of our hospital from January 2018 to December 2018, including 128 T2DM patients and
382 controls. Sociodemographic data and medical history were collected, waist-hip ratio ( WHR) and body mass index ( BMI) were
measured and calculated. Six single nucleotide polymorphisms ( SNPs) were genotyped using improved ligase detection reaction (iM-
LDR) genotyping technology. After adjustment for age, gender, smoking and drinking status and past history, the relationship between
each genotype and T2DM susceptibility was analyzed under different genetic models by unconditioned logistic regression analysis. Cor-
relation with body mass index (BMI) and WHR was evaluated using covariance analysis. Results The frequencies of six SNPs were
in accordance with Hardy-Weinberg equilibrium in the control group. Rs2695121 TT genotype (OR [95%CI] = 0.48[0.25-0.85],
P=0.042) and CT+TT genotype (OR [95%CI] = 0.72[0.31-0.98], P=0.038) had a lower risk of T2DM than CC genotype, and

each genotype had no correlation with BMI and WHR.  Conclusion LXRf gene mutation may play a role on the pathogenesis of

T2DM.
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