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[Abstract ] Objective To investigate the resistance mechanism and virulence gene of linezolid insensitive Enterococcus faeca-
lis (E. faecalis) isolated from urine. Methods A total of 72 strains of E. faecalis were isolated from clinical urine samples. Among
them, 23 strains were linezolid insensitive and 49 strains were linezolid sensitive. The minimal inhibitory concentration (MIC) of lin-
ezolid was checked by E-test. PCR combined with Sanger sequencing technique was used to detect the opirA gene, cfr gene and 23S
rRNA V region of the 23 linezolid insensitive E. faecalis strains. Six virulence genes of enterococci including cylA, esp, asal, hyl, gelE
and agg were detected by PCR. And the difference of virulence genes between LZD insensitive and L.ZD sensitive strains was statistical-

ly analyzed. Results The MIC distribution of linezolid was 4-256

pg/mL in 23 strains of linezolid insensitive E. faecalis. OpirA gene

YEZBAL:210001 Fg5T, B 50 H R 25 K2 W ot o IR B
BB KL XU2%4) 210008 T 5, T 5 was detected in 13 strains, but not in the other 10 strains. 23S rRNA
R 2 B M I SRk B2 B AR B Rk (SR 0 ) V region mutation and ¢fr gene were not detected in 23 strains. Among
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BAR AR X2, E-mail 61735647 qq. com 23 strains of LZD insensitive E. faecalis, 21 strains were detected with
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virulence genes, of which asal gene was the highest (17/23, 73.91%), followed by esp (16/23, 69.57%), cylA (13/23,
56.52%) , gelE (10/23, 43.48%) and agg (4/23, 17.39%) , and without the expression of hyl gene. Among 49 strains of LZD sen-
sitive E. faecalis, 48 strains were detected with virulence genes, of which asal gene was the highest (42/49) , followed by cylA (39/
49, 79.59%) , esp (38/49, 77.55% ), gelE (35/49, 71.43%) and agg (10/49, 20.41%). The detection rates of cylA and gelE
genes in linezolid sensitive strains were higher than those in insensitive strains (X*= 4. 15, 5.22, P<0.05). There was no significant
Conclusion The resistance of linezolid insensitive

difference in the detection rate of other genes between the two groups (P>0.05).

E. faecalis isolated from urine is mainly mediated by optrA, and the carrying rate of ¢ylA and gelE in linezolid insensitive strains is lower

than that in linezolid sensitive strains.
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